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HMM-based Gene-finding Model and Algorithm

ZHANG Ming,

LU Jukang

(College of Computer , Shanghai University , Shanghai 200072)
[ Abstract} This article describes the application of Hidden Markov Chain in the gene-finding system. A simplified model of gene-finding system ,
which is based on GHMM, is presented. Then it describes the method of tinding gene with this model and modified Viterbi algorithm. Also it introduces

the models for ceding and non-coding regions and signals.
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